
HFRG Report 2024

Group Activities
The weather was not always cooperative again last year with high winds, heavy rain and flooding 
requiring us to cancel two outings. 

In total, there were 22 group surveys,  10 Fungus Walks at the Reptile Centre and Hilliers and a 
couple of pre-/post-AGM/workshop forays at Hursley.

We did organise 3 outings with MikeH’s TVFG but, unfortunately the weather put paid to the one at
the Vyne. 

Many thanks should yet again go to Pam and others who have taken on the task of both recording 
what we find in the field and then entering these into the FRDBI. I keep saying that this is a “great 
learning opportunity” and while this is (undoubtedly) true, one can have too much of a good thing 
so more volunteers would be more than welcome.

As mentioned above, we ran 2 external educational events with reasonable success – the Hillier’s 
walks were fully booked yet again and the Reptile Centre publicity seemed to have worked 
reasonably well again this year, probably helped by Russ putting the details on their wildnewforest 
site :-)
I also lead a walk for a few young HOS members at Bartley Heath following a request from Keith 
Betton, the HOS Chairman.

We held 3 microscope workshops at Hursley, including an afternoon session in August following 
the morning’s fungus hunt.

This year’s July BBQ was host(ess)ed by Tina and was enjoyed by the attendees – thanks Tina, if 
you can hear us.  

Our membership has fluctuated over the year with about 30 paid-up members (plus our two 
honorary life members!)  

As you will see in Dave’s report we did get a contributions to our funds from Hilliers this year.

Records
After adding personal finds to the surveys, over 1700 records covering 653 species were added to 
the FRDBI, with Trametes versicolor regaining the top spot (again!) and over 330 species recorded 
only once. See HFRG2024Merge.xlsx  for details.

By general consensus across taxon groups, the weather in 2024 was pretty naff, with the cold damp 
conditions affecting a wide range of taxa. As far as fungi are concerned, many of the “flashier” 
ectomycorrhizal species produced few or sparse sporocarps. The saphrotrophs were a little better 
but hardly outstanding.
On the other hand, barcoding most of the Inocybe and Cortinarius collections we did highlight a 
few unusual things, including quite a few that remain unidentified for the moment:

SueR emerged from a patch of willow in Leckford with an Inocybe that looked similar to I. salicis. 
Surprisingly, the ITS matched the type of I. tiliae collected from under an avenue of lime trees next 
to the Viale Duca degli Abruzzi in Brescia, Italy.



However, Mark Ash probably wins the prize for concentrated novelty, with one small patch of damp
Alder not only producing the first Cortinarius rusticelloides found in Britain but also hosted a 
Scutellinia that resembled the usual scutellata in the field but which had very warty spores that look 
like nothing in the literature and an ITS sequence that is only a  93% match to S. umbrorum, the 
most obvious candidate - and just to ice the cake, a Naucoria from further “down the valley”, which
both Simon and I identified as N. scolecina from the available literature, turned out to be N. 
umbrina, which has only one previous record on FRDBI...

Communication
Phil has continued to do a great job of maintaining and tweaking  the website and he has managed 
to continue working on it from Tasmania but we REALLY do need to find a willing deputy.

DaveS has continued to supplement the species list with trip reports and photos.

Further suggestions for other improvements are welcome – particularly if they are accompanied by 
an offer to help bring them about…

The Facebook thingies still have just DaveM to look after them, so I’m sure that he would welcome 
some help – any volunteers? 

DNA Stuff
DNA processing has proceeded apace with almost 400 samples processed in 2024 which have 
produced just over 500 sequences.

A further 94 sequences have been published on Genbank, bringing the total to 355.

As mentioned above, we only have one confirmed NTBs this year – the Cortinarius rusticelloides 
from Mark Ash plus a few awaiting confirmation from Martyn Ainsworth:

 Inocybe tiliae collected by Sue at Leckford
 Xenasmatella wuliangshanensis collected from Hinton Ampner
 Inocybe dodonae collected from Franchises

– to add to the novel sequences:

 A Conocybe collected by Graham Mattock from a plant pot in Hilliers Garden Centre 
(PP992734)

 An Amphinima species found at Copythorne (PP992742)
 A Trechispora found by Sue at Holly Hill (PP992743)
 Another Arrhenia found by Sue at Woodgreen (PP992744)
 A Peziza found by Russ at Green Hill Farm. Matches a collection from a burn site in Crab 

Wood in 2020 (PP992732 and PP979622)
 A cf. Tubulicium found by Sue at Holly Hill (PP979621 and PP979456)
 A tiny cf Hemimycena from Newtown Common 
 An Inosperma from Hinton Ampner
 An Inocybe from Hursley
 A Tomentella collected by Paul from Hinton Ampner
 A Cortinarius from Spearywell
 A Scutellinia from Mark Ash



We have been awarded a 3-year grant of £1500pa by the New Forest Biodiversity Forum to cover 
the sequencing costs of (mostly) NF samples, although I do continue to use the BMS contract to 
cover samples from other groups and areas. 
I attended New Forest Biodiversity Conference in February and have been invited to give a short 
presentation on our DNA work at this year’s upcoming conference. 

As we are getting donations from other groups for whom we process samples, we are still covering 
the ongoing PCR costs. 

BMS Liaison

I attended the bi-annual BMS Group Leaders’ Meeting in Barnsley in June and can go through with 
(or hand over to) the presentations if anyone is interested. 

There have also been occasional  group leaders calls which covered a range of topics but nothing 
else which we could obviously introduce to the group – I did spend some time trying to engage 
people in my idea of using iRecord as a mechanism for non-mycologists to highlight potentially 
interesting species (details on request) and quite some time has been spent discussing “how (and 
whether) to get into DNA barcoding” :-)
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